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RECEIVED 

JAN08Z001 

1E6NCENTER 1600/2900 



1644 



RAW SEQUENCE LISTING DATE: 12/2 2/200 0 

PATKhfT APPLICATION : US/09/4 8 6 , 16 7A TIME : 10 : 54 : 34 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\12222000\I4 86167A.raw 

5 <110> APPLICANT: UNiVERSITE CATHOLIQUE DE LOUVAIN 
7 UNTVERSITE DE MONS-HAIWAUT 

11 <12()> TITLE OF INVENTION: PEROXISOME -ASSOCIATED PEPTIDE, NUCLEOTIDE SEQUENCE ENCODING SAID PEPTIDE 

12 AND THEIR USES IN THE DIAGNOSTIC AND/OR THE TREATMENT OF LUNG INJURIES AND 

13 DISEASES? AND OF OXIDATIVE STRESS - RELATED DISORDERS 
17 <130> FILE REFERENCE: VANMi43.001A 

21 <140> CURRENT APPLICATION NUMBER: US 09/486. 167A 
23 <141> CURRENT FILING DATE: 2000-08-15 

2 7 <16 0> NUMBER OF SEQ ID NOS : 4 

31 <17 0> SOFTWARE: Pa tent In version 3.0 

3 5 <210> SEQ ID NO: 1 
3 7 <2I1> LENGTH: 80 5 

3 9 <212> TVPE: DNA 

41 <213> ORGANISM: Homo sapiens 

4 5 <220> FEATURE: 



4 7 <221> NAME/KEY 

4 9 <222> LOCATION 

5 3 <4 00> SEQUENCE 



60 



CDS 

{193 ) . . (681) 
1 

54 gccaggacjtjc rjcjaytgyaag tggccgt.ggy gcgggtatgg gactagctgg cgtgtgcgcc 

5 6 ctqagacgct cagcgggcta tatactcgtc ggtggggccg gcggtcagtc tgcggcagcg 120 

5 8 gcagcaagac gqtgcagtga aggagagtgg gcgtctggcg gcjgtccgcag tttcagcaga 180 
GO gccgctgcag cc atg gcc cca ate aag gtg gga gat gcc ate cca gea gtg 231 
61 ' ' Met Ala Pro lie Lys Val Gly Asp Ala lie Pro Ala val 

6 2 1 5 10 

6 4 gag gtg ttt gaa ggg gag cca ggg aac aag gtg aac ctg gca gag ctg 279 

6 5 Gil] Val Phe Glu Gly Glu Pro Gly Asn Lys Val Asn Leu Ala Glu Leu 
66 15 20 25 

6 0 ttc aag ggc aag aag ggt gtg ctg ttt gga gtt cct ggg gcc t:tc acc 32 7 

69 Phe Lys Gly Lys Lys Gly Va.l Leu Phe Gly Val Pro Gly Ala Phe Thr 

70 30 ' ^ 35 40 -15 

7 2 cct gga tgt tec aag aca cac ctg cca ggg ttt gtg gag cag get gag 37 5 
7 3 Pro Gly Cvs Ser Lys Thr His Leu Pro Gly Phe Val Glu Gin Ala Glu 

74 ' ' 50 55 60 

7 6 got ctg aag gcc aag gga gtc cag gtg gtg gcc t:gt ctg agt gtt aat 42 3 

7 7 Ala Leu Lys Ala Lys Gly Val Gin Val Val Ala Cys Leu Ser Val Asn 
78 65 70 75 

80 gat gcc ttt gt.g act ggc gag tgg ggc cga gcc cac aag gcg gaa ggc 471 

8.1 Asp Ala Phe Val Thr Gly Glu Trp Gly Arg Ala His Lys Ala Glu Gly 
82 80 85 90 

84 aag gtt egg etc ctg get gat ccc act ggg gcc l-tt ggg aag gag a ca 519 

8 5 Lys Val Arg Leu Leu Ala Asp Pro Thr Gly Ala Phe Gly Lys Glu Thr 
86 95 100 105 

88 gac tta tta eta gat gat teg ctg gtg tec ate ttt ggg aat cga cgt 

8 9 Asp Leu Leu Leu Asp Asp Ser r,eu Va], Ser lie Phe Gly Asn Arg Arg 
90 110 115 120 125 

92 etc aag agg ttc tec atg gtg gta cag gat ggc ata gtg aag gcc ctg 615 

9 3 Leu Lys Arg Phe Ser Met Val Val Gin Asp Gly lie Val Lys Ala Leu 



56 7 
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RAW SEQUENCE LISTING 

PATK;;5= APPLICATION: US/09/4 86 , 16 7A 



DATE: 12/22/20 00 
TIMK; 10:54:34 



RECEIVED 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\12222000\I4 86167A.raw 

94 130 135 140 

96 fiat qtg gaa cca got ggc aca cjgc cLc acc tgc age ctg gca ccc aat 

97 Asn Val Glu Pro Asp Gly Thr Gly Leu Thr Cys Ser Leu Ala Pro Asn 
93 145 150 155 

100 ate ate tea cag etc tga ygccetggqc cagattactt ectccaeecc 

101 lie lie ser Gin Leu 

102 .160 

104 tceetatcte aectgcccay ecctgtyetg qgyceetgea attggaatgt tggccagatt 

106 tctgcaataa aeacttgtgg tttgeggaaa aaaa 

109 <210> SEQ ID NO: 2 

111 <211> LENGTH: 162 

113 <212> TYPE: PRT 

1'15 <2I3> ORGAN fSM: ]:!omo sapiens 

119 <4 00> SEQUENCE: 2 

121 Met Ala Pro lie Lys val Gly Asp Ala lie Pro Ala Val Glu Val Phe 

122 1 5 10 13 

125 Glu Gly Glu Pro Gly Asn Lys Val Asn Leu Ala Glu Leu Phe Lys Gly 

126 ' 20 ' 25 30 

129 Lys Lys Gly Val Leu Phe Gly Val Pro Gly Ala Phe Thr Pro Gly Cys 
13 0 3 5 4 0 4 5 

13 3 Ser Lys Thr His Leu Pro Gly Phe Val Glu Gin Ala Glu Ala Leu Lys 
134 50 55 50 

137 Ala Lys Gly Val Gin Val Val Ala Cys Leu Ser Val Asn Asp Ala Phe 

138 65 70 75 80 

141 Val Thr Gly Glu Trp Gly Arg Ala His Lys Ala Glu Gly Lys Val Arg 

142 85 90 95 

;i4 5 Leu Leu Ala Asp Pro Thr Gly Ala Phe Gly Lys Glu Thr Asp Leu Leu 
146 100 105 110 

149 Leu Asp Asp Ser Leu Val Ser lie Phe Gly Asn Arg Arg Leu Lys Arg 

150 115 120 125 

153 Phe ser Met Val Val Gin Asp Gly lie Val Lys Ala Leu Asn Val Glu 

154 130 135 140 

157 Pro Asp Gly Thr Gly Leu Thr Cys Ser Leu Ala Pro Asn lie lie Ser 

158 145 150 155 160 
161 Gin Leu 

16 5 <210> SEQ ID NO: 3 
16 7 <211> LENGTH: 7 80 
16 9 <212> TYPE: DNA 

171 <213> ORGANISM: Rattus rattus 

175 <2 2 0> FEATURE; 

177 <221> NAME/KEVf: CDS 

179 <222> LOCATION: (136).. (624) 

183 <2 2 0> FEATURE: 

185 <221> NAi4E/KEY: Unsure 

187 <222> LOCATION: (136).. (624 ) 

189 <2 2 3> OTHER INFORMATION: purine 

19 3 <2 2 0> FEATURE: 

195 <221> NAME/KEY: Unsure 

197 <222> LOCATION: (323).. (323 ) 



66 3 



711 



771 
80 5 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/4 86 , 16 7A 



DATE: 12/22/2000 
TIME: 10:54:34 



Input: Set : 
Output Set: 



A:\ES.txt 

N:\CRF3\12 22 200 0\I4 8616 7A, raw 



199 <223> OTHER iNFORlvlATlON : pyrimidine 

2 03 <22 0> FfJATlJRE: 

205 <221> NAME/KKl': Unsure 

207 <222> LOCATION: (371)..<371) 

209 <223> OTHER INFORMATION: pyrimidine 

213 <4 00> SEQUENCE: 3 

214 tqcqtocLdq qcaqcataqc cggatcqgtq cLccgtqcat cygctacltq qacqtgcgtq 
216 qcaygcaqag cagyccggaa aggagcagqt tgggaqtqtg qt:qqgqcccg cagcttcagc 

218 agtgccgcyg tgact atg gcc ccg ate aay gtg gga gac acc att ccc tea 

219 , . * ' Met Ala Pro lie Lys Val Gly Asp Thr lie Pro Ser 

220 15 10 

22 2 qtq gag qta ttt gra ggg gaa cct gga aag aaq gtg aac tty gca gag 

223 Val Glu Val Phe Xaa Gly Glu Pro Gly Lys Lys Val Asn Leu Ala Glu 

224 15 20 25 

22b Gtg Ltc aag gac aaq aaa ggt ytt ttg ttt gga gtc cct ggg gca ttt 
2 27 Leu Phe Lys Asp Lys Lys Gly Val Leu Plie Gly Val Pro Gly Ala Plie 
228 3 0 3 5 4 0 

230 aca cct ggc tgt tec aag acc cat cLg cct ggg Ltt gtg gag caa gcc 

231 Thr Pro Gly Cys Ser Lys Tlir His Leu Pro Gly Phe Val Glu Gin Ala 

232 45 50 55 60 

2 34 gga gcL cyg aag gcc aag gga gca caa gtg gtg gcc tgt ctg agt gtt 

23 5 Gly Ala Xaa Lys Ala Lys Gly Ala Gin Val Val Ala Cys Leu Ser Val 
236 65 70 75 

2 38 aat gat: gyc ttc gta act gca gag tgg ggt eg a gcc cac cag yea gaa 
239 Asn Asp Xaa Phe Val Thr Ala Glu Trp Gly Arg Ala His Gin Ala Glu 

24 0 80 85 90 

2 42 ggc aag gtt cag etc ctg get gac ccc act gga get ttt gga aag gag 

24 3 Gly Lvs Val Gin Leu Leu Ala Asp Pro Thr Gly Ala Phe Gly Lys Glu 

244 ^ ^ 95 100 105 

245 aca gat tta eta eta gat gat tct ttg gtg tct etc ttt ggg aat cgt 

247 Thr Asp Leu Leu Leu Asp Asp Ser Leu Val Ser Leu Phe Gly Asn Arg 

248 110 115 120 

2 50 egg cts aaa agg ttc tec atg gtg ata gac aag ggc gta gta aag gca 
2 51 Arg Leu Lys Arg Phe Ser Met val lie Asp Lys Gly Val Val Lys Ala 
252 125 130 -1 35 140 

2 54 ctg aac gtg gag ccg gat ggc aca ggc etc acc tgc age ctg gcc ccc 
2 55 Leu Asn Val Glu Pro Asp Gly Thr Gly Leu Thr Cys Ser Leu Ala Pro 
256 145 150 155 

2 58 aac ar:e etc tea caa etc tga ggccctgacc agaatgteet ctgactctcc 
2 59 Asa lie Leu Ser Gin Leu 

25 0 160 

262 eatctcctcc acecagctet gggccaaagg cceagtacct ccttacctga gggccactgg 
264 aatggaacct tgacaatatt tctgcaataa acagtttaat ttgtgaaaaa aaaaaaaaaa 
266 aaaaaa 

26 9 <210> SEQ ID NO: 4 
2 71 <211> LENGTH: 16 2 
273 <212> TYPE: PRT 

275 <213> ORGANISM: Rattus rattus 
2 79 <2 2 0> FEATURE: 



RECEIVED 

JUN 08 2001 

leCHCENTER 1600/2 



60 
120 
171 



219 



26 7 



315 



36 3 



507 



55!: 



654 



714 
774 
780 
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RAW SEQUENCE LISTING 

PA;^F:^tT application: US/09/486, i67A 



DATE: .12/22/2000 
TIME: 10:54:34 



TnpuL Set : A:\ES.txt 

Output Set: N:\CRF3\12222000\I486157A.raw 



W--> 281 <221> NAME/KEY: Modified- site 

283 <222> LOCATION: 17 
285 <22 3> OTHV]R INFOHMATTON: Glu or Gly 
288 <220> FKATURK: 
W--> 29 0 <2 21> NAME/KEY: Modified- site 

292 <222> LOCATION: 63 

294 <223> OTHL'H INFOi^-lA P I ON : Leu or Pro 
2 97 <220> FEATURE: 
W--> 299 <221> NAME/KEY: Modified- site 

301 <222> LOCATION: 79 

303 <223> OTHER INFOPaMATION : Ala or Val 
306 <400> SEOUKNCE; 4 

308 Met Ala pro lie Lys Va.l Gly Asp Thr Tie Pro Ser Val Glu Val Phe 

309 1 / 5'^ 10 15 
W--> 312 Xaa Gly Glu Pro Gly Lys Lys Val Asn Leu Ala Glu Leu Phe Lys Asp 

313 20 25 30 

316 Lys Lys Gly Val Leu Phe Gly Val Pro Gly Ala Phe Thr Pro Gly Cys 

317 35 40 45 ^ 
W--> 320 Ser Lys Thr His Leu Pro Gly Phe Val Glu Gin Ala Gly Ala Xaa Lys 

321 50 55 60 

W--> 324 Ala Lys Gly Ala Gin Val val Ala Cys Leu Ser val Asn Asp Xaa Phe 
325 65 70 75 80 

32 8 Val Thr Ala Glu Trp Gly Arg Ala His Gin Ala Glu Gly Lys Val Gin 
329 85 90 95 

33 2 Leu Leu Ala Asp Pro Thr Gly Ala Phe Gly Lys Glu Thr Asp Leu Leu 
333 100 105 110 

336 Leu Asp Asp Ser Leu Val Ser Leu Phe Gly Asn Arg Arg Leu Lys Arg 

337 115 120 125 

34 0 Phe Ser Met Vul Tie Asp Lys Gly Val Val Lys Ala Leu Asn Val Glu 
341 130 135 140 

34 4 Pro Asp Gly Thr Gly Leu Thr Cys Ser Leu Ala Pro Asn lie Leu Ser 
345 145 " 150 :i55 160 

34 8 Gin Leu 
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L:223 M:3A1 W 



23 5 H:341 W 



239 
281 



M: 341 W 



M: 2 5? 



L:290 M: 



299 M 
312 H 



257 
257 



341 W 



320 M:341 W 
324 M:341 W 



VERIFICATION SUMMARY 

P A;rF:,MT AP P' L. I C at l O N : US/ 0 9 /4 8 6 , 1 6 7 A 



DATE: 12/2 2/20 00 
TIME: 10:54:35 



Taput Set : 
Outpirt Set: 



A:\ES.txt 

N:\CRF3\12 2 22000\14 8616 7A.raw 



(46) "n" or "Xaa" used, for SEO IDif : 3 
(46) "n" or ''Xaa" used, for SEO ID}>:3 
(46) "n" or "Xaa" used, for SEO IUj^;3 
feature value mis-spelled or invalid, 
Feat are value mis -spelled or invalid, 
Feature value mis-spelled or invalid, 

(45) "n" or "Xaa" used, for SEO 1Dh:4 

(46) " ri " or " Xaa " used , for SEQ I D if : 4 
(46) "n" or "Xaa" used, for SEQ IDff:4 



<221> Name/Key for SEO 
<221> Name/Key for SEO 
<2 21> Name/Key for SEO 



1 D^i : 
ID^^ : 
IDs : 



RECEIVED 
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